TABLE 9-10
ESTIMATED INCIDENCE OF HUMAN GENETIC DAMAGE PER Gy*

Genetic Damage Spermatogonia Oocytes
Dominant mutations 16-400 0-180
Balanced reciprocal translocations 220-8,750 0-875
Unbalanced translocations 440-17,500 0-5,250
X-chromosome loss negligible 0-500

* Unbalanced translocations of chromosome fragments
Source: Data from reference 8
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